Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.004 Å; R factor = 0.056; wR factor = 0.149; data-to-parameter ratio = 14.9.
The molecule of the title Schiff base compound, C 20 H 18 N 2 O 3 , prepared by the reaction of 2-methoxy-1-naphthylaldehyde and 4-methoxybenzohydrazide, exists in a trans configuration with respect to the imine group. The naphthyl ring system makes a dihedral angle of 71.4 (2) with the mean plane of the benzene ring. In the crystal structure, molecules are linked into one-dimensional chains parallel to the c axis by intermolecular N-HÁ Á ÁO hydrogen bonds. Table 1 Hydrogen-bond geometry (Å , ). 
Related literature
Hydrazone compounds, which are derived from the reaction of aldehydes with hydrazides, have been widely studied due to their excellent biological properties (Bedia et al., 2006; Rollas et al., 2002; Fun et al., 2008) . Recently, we have reported a few Schiff hydrazone compounds (Qiu, Fang et al., 2006; Qiu, Luo et al., 2006a , 2006b Qiu, Xu et al., 2006) , we report herein the crystal structure of the title new compound, (I).
The molecule of (I), Fig. 1 , exists in a trans configuration with respect to the methylidene group. The naphthyl ring makes a dihedral angle of 71.4 (2)° with the mean plane of the benzene ring. The bond lengths and angles in (I) are found to have normal values and comparable to the values in similar compounds (Singh et al., 2007; Narayana et al., 2007; Cui et al., 2007; Diao et al., 2008) .
In the crystal structure, molecules are linked into one-dimensional chains parallel to the c axis by intermolecular N-H···O hydrogen bonds (Table 1 and Fig. 2 ).
Experimental
The title compound was prepared by the Schiff base condensation of equimolar (0.5 mmol each) 2-methoxy-1-naphthylaldehyde and 4-methoxybenzohydrazide in methanol (20 ml). Excess methanol was removed from the reaction mixture with distillation. The colourless solid was filtered and dried in air. Colourless block-shaped crystals suitable for X-ray diffraction were obtained from a methanol solution.
Refinement
The imino H atom was located in a difference map and refined with N-H distance restrained to 0.90 (1) Å. The remaining H atoms were positioned geometrically [C-H = 0.93-0.96 Å] and refined using a riding model, with U iso (H) = 1.2U eq (C) and 1.5U eq (C methyl ). Rigid rotating group models were used for the methyl groups.
Figures Fig. 1 . The molecular structure of (I), with atom labels and 30% probability displacement ellipsoids for non-H atoms. 
